JOURNAL OF MEDICAL INFORMATICS 2018,Vol. 39,No. 4

oo M & W

(PEEZRZE5/ ARDIEFZREZE AR AR 100020)

PRI F ot R T S RA IR, BRGEEEF o BANERRBLX., 7R,

BRIAE R Fo AR 75 ik, AJE/ DAt S5 A BN BAER o B 3P TAT AT IR, RER B REFREZ Rk

(=)
AT,
(X)) WGERDHEE, LA, @R,

(HES%ES] R-056 (ZEfFRIRES] A

Study on Building of Clinical Pharmacology Knowledge Model

Mok B
(DOI) 10.3969/j. issn. 1673 - 6036. 2018. 04. 012

SHEN Liw, HOU Li, KANG Hong — yu, WU Meng, ZHENG St, LI

Jiao, Institute of Medical Information, Chinese Academy of Medical Sciences/Peking Union Medical College, Beijing 100020, China

( Abstract)

The paper analyzes the current status of knowledge representation and knowledge models in clinical pharmacology, and

expatiates the technical route, knowledge source, model framework and building methods of the clinical pharmacology knowledge model.

Taking the non — small cell lung cancer as an example, it introduces that knowledge model application and verifies its feasibility, finally

points out the shortage and discusses future trends of the study.
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