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( Abstract)

The paper introduces several bills related to data security and existing genetic data security algorithm, elaborates on the

modes of safe use and sharing mode of genetic data home and abroad, analyzes existing problems of genetic medical data security and

comes up with corresponding suggestions, including establishment and improvement of relevant laws and regulations and supervision

mechanism as soon as possible, building of sharing platform of genetic precision medicine data, promotion of study on secure sharing of

genetic data algorithm, etc.
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