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Study of the Building of Semantic Network for Connecting Genes, Mutations and Diseases Centered by Cell Line WU Meng,
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(Abstract]  The paper expounds the study and application status quo of semantic model in biomedicine, proffers the building of a se-
matic network containing the sematic relation of genes, mutations and diseases with cell line as its core, expounds the semantic network’s
design, process, data processing methods and procedures. It also compares, summarizes and verifies the comprehensiveness, integrity
and correctness of this sematic network and other related databases.
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