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(Abstract]  The paper introduces the design purpose, annotation process and characteristics of the Active Gene Annotation Corpus
(AGAC) , expounds annotation rules, label design and annotation examples, and analyzes the application scenarios of the corpus in the
field of medicine, including the repurposing of antiepileptic drugs, the extraction of key genes of Alzheimer’s disease, etc.
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TRPV1 gain-of-function mutation impairs pain and itch sensations in mice.
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